a0k 12 JIAL B 22 Be %4 (http: //noth. cbpt. enki. net) Vol. 40, No. 12
1536 2025 £ 1251 JOURNAL OF NORTH SICHUAN MEDICAL COLLEGE Dec. 2025

doi:10. 3969/j. issn. 1005-3697. 2025. 12. 007 vl REFHE

mNGS W EF A AR ERBENIZHRES
B8 5l 4B

sRHAE R R
CTREFFR AR XA RER. 1. 2548 AR 2. BEIR 50 B2 3. SRR, TE M) 75002D

[FEZE] BE: HWIE KA AT (mNGS)XF A T A% 3% I A4 BE DLW 25 1% 58 38 0912 16T 0 (8 S 3 IR & R % 4 4200
H. Fik: gA 2024 4 7 H % 2025 4F 6 A WA B 200 4] CT HAF A S48 HBE % F B 283 4 ife R W Ak 0k A [0 JB30 44 4 7 o LA
WALW A B (n=120) FFERI A (n=76) ., HEPIYLEH LS8 Mt BE Ve -mNGS R K 3% LCT FRIE X il 45
W2 W Rg , IF 23 BT mNGS W 45 4% 1R G s Je AR S5 B0 AR i R il 3, 5 R - A AR S I O/ LR L M L R R R LI
i TR, ZF Y THIE R L (P>0.05), MigsZ4AldE 42 05 B B A48 L B ol SR BE /NS 7 L 0 25 T & Ak 3R 35
15 T AR 5 4% 21 (P <C0. 05) 5 LA g fias TR U 14 o I8 465 T2 | 55 3 38 5 A S RO AOME R ZE R IR TR 45 4% 41 (P <<0. 05) . mNGS
4 W7 T 05 A AR B R S VR RS R 7. 77 96,94, 74 %.80. 50 % » SR KL W —EUME Kappa 50 0. 616, Mgk AR A
TR A 31 A H 2 25, 00 %, AESE A 4 mNGS B #f5 JE K 50 #] L K tH 2R 65.79% . &5 XA AR R H-mNGS 7] ##
TS B0 fil 45 A% 12 Wi R S 1 e U TR A R e T Al 45 4% 4 B R TR A T SR R A B U e AR

(gAY 25 KA AWM F s mNGS; it 45 4% ; i R 12 Wi

[FES%£5] R521 [attnEm] A

Value of mNGS in the diagnosis of patients with imaging atypical pulmo-
nary tuberculosis and in identifying mixed infection
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[ Abstract] Objective: To explore the diagnostic value of metagenomic next-generation sequencing (mNGS) on patients
with suspected pulmonary tuberculosis accompanied by atypical imaging manifestations and the value in identifying mixed infec-
tion. Methods: The data of 200 patients with atypical CT features and negative sputum smear in the hospital from July 2024 to
June 2025 were selected for retrospective analysis. According to the final diagnosis, the patients were categorized into pulmonary
tuberculosis group (7 =124) and non-pulmonary tuberculosis group (n=76). The diagnostic efficiency of bronchoalveolar lav-
age fluid mNGS, sputum culture and CT features on pulmonary tuberculosis was compared,and the detection rates of pulmona-
ry tuberculosis mixed infection and non-tuberculosis pathogens by mNGS were analyzed. Results: There were no significant
differences in hemoptysis/blood sputum.,cough,fever,night sweats and weight loss between the pulmonary tuberculosis group
and the non-pulmonary tuberculosis group (P >>0. 05). The incidence rate of localized lesions in the basal segment of the middle
and lower lobes,simple miliary nodules and thin-walled cavity in the pulmonary tuberculosis group were higher than those in
the non-pulmonary tuberculosis group (P<C0. 05) while the incidence rates of unilateral pleural effusion with pleural thickening
and ground-glass opacity with air bronchogram were lower (P<C0. 05). The sensitivity,specificity and accuracy rate of mNGS
in the diagnosis of pulmonary tuberculosis were 71. 77 % ,94. 74 % and 80. 50 % ,respectively,and the consistency Kappa value
with the final diagnosis was 0. 616. In the pulmonary tuberculosis group,31 cases of mixed infection were detected, with a detec-
tion rate of 25. 00%. In the non-pulmonary tuberculosis group, mNGS identified pathogens in 50 cases,with a detection rate of
65.79%. Conclusion: Bronchoalveolar lavage fluid mNGS can improve the diagnostic specificity of atypical pulmonary tubercu-
losis,and efficiently identify mixed infection and pathogens such as non-tuberculous mycobacteria, providing a basis for accurate
anti-infection.
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